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Introduction

Super-resolution systems are Possible sources of
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The simulations were made by
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program and TestSTORM [1],
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Multicolor imaging
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Il. Labeled sample artifacts

The region located between the focal plane and the surface of the cover plate can affect the imaging in both the single and multicolor imaging. This type of error highly depends on the
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lll. Post processing algorithm artifacts

One key requirement for successful localization microscopy is that fluorophore positions are determined precisely, but even more important is that false positive localizations are excluded.
When using a single molecule fitting algorithm, it is desired to avoid situations where two or more molecules produce overlapping point-spread functions which can lead to a single false
localization. Experimental optimization methods are expensive and time consuming, but simulations with software such as TestSTORM is a valuable method for initially estimating the best

Edge artifact

Image sequences were simulated for crossing-lines

samples and three different artifacts could be observed:

« The number of good localizations decreases near the
crossing of lines, while the number of bad localizations
InCreases.

« With high labeling density, the gap between the line
parts is filled with false localizations especially in
shorter gaps. Lower labeling density can help, but if it
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optimizing experimental parameters. Ranking the S —

results according to the labeling density and frame :

rate is an effective way to find the process window.

« Increasing the labeling density, mislocalizations .
appear between the vesicles because of the |
overlapping PSF.

« Decreasing the exposure time, decreases the
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Conclusions

Localization-based super-resolution microscopy methods can improve the spatial start to play important role, and the implementation of the final high
resolution to a few tens of nm. However, such high resolution requires at least  resolution images is sometimes challenging. Imaging artifacts were
the same degree of precision. Therefore, minor effects typically neglected in categorized by their origin and methods were given for the elimination or
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If you have any question, please contact Daniel Varga or Miklés Erdélyi (meerdelyi@gmail.com).
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